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Post-Traumatic Stress Disorder (PTSD) is a debilitating condition that often comes Purified RNA Samples | — |
about as a result of one’s exposure to a fearful or traumatic event. Those with PTSD
often relive traumatic events and potentially perceive many normal situations as
threatening and frightening. The goal of this research is to create a methodological
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tool for futqre use _in quantitatively measuring the e>§prgs§ion (or I_ack of) genes found value of 2.084+/- 0.030
to be associated with PTSD. Blood was taken from individuals with and without
trauma exposure and purified to create a set of ‘biomarkers’ or gene expression
profiles. The levels of expression of these genes of selected samples were compared
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Structural integrity of the RNA was confirmed by the appearance of bands at 28S and 18S and the
Pure RNA absence of other bands or smears.
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